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Abstract: There is a geographic inequality in the incidence of colorectal cancer, lowest in developing
countries, and greatest in developed countries. This disparity suggests an environmental contribution
to cancer resistance in endemic populations. Enterotoxigenic bacteria associated with diarrheal
disease are prevalent in developing countries, including enterotoxigenic E. coli (ETEC) producing
heat-stable enterotoxins (STs). STs are peptides that are structurally homologous to paracrine
hormones that regulate the intestinal guanylyl cyclase C (GUCY2C) receptor. Beyond secretion,
GUCY2C is a tumor suppressor universally silenced by loss of expression of its paracrine hormone
during carcinogenesis. Thus, the geographic imbalance in colorectal cancer, in part, may reflect
chronic exposure to ST-producing organisms that restore GUCY2C signaling silenced by hormone
loss during transformation. Here, mice colonized for 18 weeks with control E. coli or those engineered
to secrete ST exhibited normal growth, with comparable weight gain and normal stool water content,
without evidence of secretory diarrhea. Enterotoxin-producing, but not control, E. coli, generated
ST that activated colonic GUCY2C signaling, cyclic guanosine monophosphate (cGMP) production,
and cGMP-dependent protein phosphorylation in colonized mice. Moreover, mice colonized with
ST-producing E. coli exhibited a 50% reduction in carcinogen-induced colorectal tumor burden.
Thus, chronic colonization with ETEC producing ST could contribute to endemic cancer resistance in
developing countries, reinforcing a novel paradigm of colorectal cancer chemoprevention with oral
GUCY2C-targeted agents.
Keywords: enterotoxigenic E. coli; heat-stable enterotoxins; azoxymethane; colorectal cancer;
GUCY2C-cGMP axis; chemoprevention
1. Introduction
Enterotoxigenic E. coli (ETEC) remain a major public health issue, causing almost 1 billion illnesses
and half a million deaths worldwide each year, with deaths mostly occurring in developing countries
in children less than 5 years old [1–3]. ETEC is a heterogeneous classification of bacteria, comprising
molecular subtypes of E. coli identified by their toxins that produce secretion. These include heat-labile
enterotoxins (LT) which are structurally homologous to cholera toxin and induce cyclic adenosine
monophosphate (cAMP) accumulation, and heat-stable enterotoxins (STa and STb) which induce
cGMP accumulation [1]. Of these, STa (ST) is the predominant form associated with human disease,
comprising 18 amino acids containing three intrachain disulfide bonds that provide the structural
stability underlying its resistance to heat-induced denaturation [1].
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ST is structurally homologous to the paracrine hormones guanylin (GUCA2A) and uroguanylin
(GUCA2B) which activate the intestinal guanylyl cyclase C (GUCY2C) receptor [4]. However, compared
to these endogenous hormones, which contain only two disulfide bonds, ST is resistant to proteolysis,
isomerically stable, pH-insensitive, and has a higher receptor affinity resulting in excess GUCY2C
activation in the small intestine leading to diarrhea. Binding of ST to the extracellular receptor
domain of GUCY2C activates the cytoplasmic catalytic domain that converts GTP to cyclic GMP
(cGMP) [4]. In turn, cyclic nucleotide accumulation activates cGMP-dependent protein kinase (PKG)
which phosphorylates and opens the cystic fibrosis transmembrane conductance receptor (CFTR),
a channel permeable to chloride and bicarbonate ions. Chloride ions flow down their electrochemical
gradient into the intestinal lumen, leading to electrogenic sodium flux and water secretion resulting
in secretory diarrhea. This pathophysiological mechanism is the basis for the development of the ST
analog linaclotide (Linzess™) approved by the FDA to treat patients with chronic constipation and
constipation-type irritable bowel syndrome [5].
Beyond intestinal secretion, the guanylin-GUCY2C paracrine axis comprises a tumor suppressing
circuit whose dysregulation universally characterizes colorectal carcinogenesis across species [6,7].
Indeed, guanylin is one of the most commonly lost gene products in colorectal tumorigenesis
and its loss is one of the earliest events in malignant transformation in mice and humans [6,8,9].
Loss of guanylin silenced GUCY2C producing intestinal epithelial dysfunction disrupting homeostatic
mechanisms organizing the crypt-villus axis including proliferation, DNA damage sensing and repair,
and metabolic programming, which contribute to tumorigenesis [10–14]. Further, silencing GUCY2C
amplified intestinal tumorigenesis induced by carcinogens or genetic mutations in mice [10–12].
Moreover, GUCY2C ligand replacement opposed mutational or carcinogen-induced intestinal
carcinogenesis in mice [9,12]. In that context, GUCY2C ligand replacement is emerging as a novel
paradigm for colorectal cancer chemoprevention [15,16].
Colorectal cancer is the third leading cause of cancer and the fourth leading cause of
cancer-related mortality in the world, with a geographic distribution primarily affecting patients
in developed, compared to developing, countries [17–21]. The epidemiology of this disease remains
incompletely understood, and its complexity reflects contributions of diet, lifestyle, comorbidities,
environmental exposures, access to healthcare, and socioeconomic factors [17–21]. Interestingly,
there is an unexplained inverse relationship between the incidence of colorectal cancer and ETEC
infections [9,14]. Indeed, the age-adjusted incidence of colorectal cancer is lowest in under-developed
countries where ETEC infections are highest [14,18,19,21]. The role of GUCY2C as a tumor suppressor
and the loss of guanylin expression in tumor pathophysiology could represent one contributing factor
to this inverse epidemiological association between colorectal cancer and ETEC infections, reflecting
longitudinal exposure to ST-producing bacteria in developing countries. Here, we reveal for the first
time that chronic colonization of mice with E. coli producing ST opposes the development of colorectal
tumors induced by the carcinogen azoxymethane (AOM). These studies support the hypothesis
of an environmental contribution to the disparity in colorectal cancer incidence in developed and
developing countries, mediated by chronic exposure to ST-producing bacteria [14]. Moreover, it
underscores the emerging paradigm of oral GUCY2C ligand replacement as a novel approach to
the chemoprevention of colorectal cancer [9,11,15].
2. Methods and Materials
Recombinant bacteria. An ST-secreting construct containing the ST pro-peptide sequence [22]
was generated using the pET101/D-TOPO ampicillin-resistant plasmid vector (cat# K10101;
Thermo Fisher Scientific, Philadelphia, PA, USA). BL21, a chemically competent E. coli suitable for
protein expression (New England Biolabs, Ipswich, MA, USA), was transformed using the recombinant
ST-containing construct to generate ST-secreting E. coli [BL21(ST+)]. BL21 E. coli transformed with
empty plasmid vector (no ST secretion) served as a negative control [BL21(ST−)].
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Mouse and bacterial colonization. SWR/J mice (Jackson Laboratory, Bar Harbor, ME, USA),
susceptible to AOM-induced colon carcinogenesis, received drinking water ad libitum containing
ampicillin (1 g/L) for 1 week at 3 weeks of age, followed by oral gavage with bacteria in 200 µL PBS
(OD = 1.0) at 4 weeks of age. Mice received water ad libitum containing ampicillin for the duration
of the experiments to maintain intestinal bacterial colonization. Bacteria were isolated from mouse
stool weekly starting at week 5 to week 18 [23] and stool weight was used to normalize the colony
forming units for both BL21(ST−) and BL21(ST+). While each cohort initiated with 25 mice, 23 mice in
the BL21(ST−), and 22 mice in the BL21(ST+), survived to the analytical endpoint (18 weeks of age).
Enterotoxin quantification by EIA. BL21(ST−) and BL21(ST+) isolated from mouse stool were
maintained in Luria-Bertani (LB) broth and supernatants were collected for quantification of ST
secretion. ST was quantified using the COLIST enzyme immunoassay (EIA) (Denka Seiken, San Jose,
CA, USA).
Azoxymethane (AOM) tumorigenesis. Animal protocols were approved by the Thomas Jefferson
University Institutional Animal Care and Use Committee (IACUC). Mice (6 weeks old) received
intraperitoneal injections (12 mg/kg body weight) of AOM weekly for 6 weeks, and 12 weeks after the
first injection were sacrificed and intestines examined for tumors.
Immunoblot analysis. Protein was extracted from tissues, lysed in Laemmli buffer supplemented
with protease and phosphatase inhibitors (Roche; Sigma-Aldrich, Allentown, PA, USA). Lysates were
analyzed by SDS-PAGE (NUPAGE 4–12% bis tris gel; Novex Life Technologies; Thermo Fischer
Scientific, Philadelphia, PA, USA) and electrophoretically transferred to a nitrocellulose membrane
(Novex Life Technologies). Membranes were blocked with 5% BSA in PBST (1X PBS and 1%
Tween 20) and probed overnight with antibodies to p-ser157-VASP (#3111, 1:1000; Cell Signaling
Technology, Danvers, MA, USA) and GAPDH (#2118, 1:5000; Cell Signaling Technology) followed
by incubation with goat anti-mouse horseradish peroxidase (HRP)-conjugated and goat anti-rabbit
HRP-conjugated secondary antibodies (1:50,000, Jackson ImmunoResearch, West Grove, PA, USA).
Blots were developed in SuperSignal West Dura enhanced chemiluminescence substrate (Thermo
Fischer Scientific). Relative intensity was quantified by densitometry using ImageJ and normalized to
GAPDH. Results reflect the average relative intensity ± SD for ≥3 independent experiments.
ST and control peptides. ST1-18 was purchased from Bachem Co. (customer order;
purity > 99.0%). ST was prepared by solid phase synthesis and purified by reverse phase HPLC,
their structure confirmed by mass spectrometry by Bachem Co. (customer order; purity > 99.0%).
ST activity was quantified by guanylate cyclase activation and secretion in the suckling mouse assay
as described [24,25].
Pathophysiological parameters. Cyclic GMP was quantified by radioimmunoassay [10,12–14,26].
Stool water content was estimated by quantifying differences in stool weight before and after oven
desiccation. Tumors were enumerated and their size quantified under a dissecting microscope in
a blinded fashion. Tumor burden per animal was quantified by calculating the sum of the (diameter2)
of individual tumors in each mouse [10,12]. All tumors from AOM-treated mice were histologically
confirmed by a pathologist (PL) blinded to information for each case.
Statistical analyses. All data were analyzed using GraphPad Prism v6. Measurements were
analyzed by ANOVA or Students t-test, unless otherwise indicated. Number of tumors per animal was
analyzed by Poisson regression. Tumor burden and tumor size (mm2) in the continuous scale were
analyzed by linear mixed models, with random effect of animal to control for multiple measures
per animal. Tumor number, size and burden per animal were categorized and analyzed using
Mantel-Hanzel (MH) exact chi-square tests for trend. p < 0.05 was considered statistically significant.
Error bars depict 95% CI unless otherwise specified.
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3. Results
3.1. Chronic BL21 Colonization and ST Production
BL21(ST+) secreted immunoreactive heat-stable enterotoxin compared to BL21(ST−) (Figure 1A,B).
These bacteria continuously colonized mice for 18 weeks, evidenced by their recovery in
stool (Figure 1C). Colonization was limited to the colorectum, but not the small intestine (Figure 2A,B).
In that context, BL21(ST+) secreted ST in colonized mice, activating GUCY2C and increasing cGMP
accumulation (Figure 2B) and cGMP-dependent protein phosphorylation of VASP (Figure 2C),
a canonical downstream target of cGMP signaling [27] (Figure 2C,D) in epithelial cells of the colon,
but not the jejunum and ileum (data not shown). The effects of ST secreted by colonizing BL21(ST+)
precisely mimicked those of synthetic biologically active ST (Figure 3A), which also activated GUCY2C
and increased cGMP production (Figure 3B) and phosphorylation of VASP (Figure 3C) in intestinal
epithelia. Mice colonized with BL21(ST+) and chronically exposed to ST exhibited normal growth
characteristics, with weight gains that were comparable to mice colonized with BL21(ST−) (Figure 4A).
Moreover, colorectal colonization with BL21(ST+) and chronic exposure to ST did not induce diarrhea,
and water content of stool was comparable to that produced by mice chronically colonized with
BL21(ST−) (Figure 4B).
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segments from mice colonized for 3 weeks by BL21(ST+) [ST(+)], but not by BL21(ST−) [ST(−)]. Je, 
jejunum, Ile, ileum, PC, proximal colon, DC, distal colon. n = 5 mice per group; assays were performed 
in triplicate; error bars represent 95% CI; * p < 0.05; ** p < 0.01; *** p < 0.001. 
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Figure 4. Mice chronically colonized by recombinant bacteria maintained normal growth.
Mice chronically colonized with BL21(ST+) [ST(+)] or BL21(ST−) [ST(−)]. (A) experienced growth,
quantified by weight gain, and (B) exhibited stool water content, that was comparable to control mice
[no recombinant bacteria (CTRL, Control)]. n = 5 mice per group; assays were performed in triplicate;
error bars represent 95% CI. F, female; M, male.
3.2. BL21(ST+) Colonization Opposes Carcinogen-Induced Colorectal Tumorigenesis
AO is a pro-carcinogen that is pro oted in the liver to a DNA alkylating agent and utagen,
which induces intestinal tumors specifically in the colorectum [10,11]. AOM-induced tumors in
mice chronically colonized with BL21(ST−) or BL21(ST+) (Figure 5A,B). However, colonization with
BL21(ST+) inhibited tu or initiation, reflected by a lo er nu ber of tu ors co pared to ice
colonized ith BL21(ST−) (Figure 5C; p < 0.05). Also, colonization ith BL21(ST+) inhibited tu or
progression, reflected by significantly (p < 0.001) s aller tu ors co pared to ice colonized ith
BL21(ST−) (Figure 5D). Indeed, these effects on tumor initiation and progression resulted in a reduction
in overall tumor burden of more than 50% in mice colonized with BL21(ST+) compared to mice
colonized with BL21(ST−) (Figure 5E; p < 0.001).
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4. Discussion
Diarrheal disease remains one of the leading causes of morbidity and mortality worldwide,
responsible for 2.3 billion illnesses and 4% of all deaths annually [1–3]. ST−producing ETEC are
a principal cause, with nearly a billion episodes, resulting in ~500,000 deaths, annually [28–30].
Importantly, the burden of diarrheal disease is concentrated in geographic regions that are
under-developed, with negligible rates in industrialized countries [1,3,28–30]. While the clinical
impact is greatest in particularly vulnerable populations, including children and the elderly, carriage
rates of ST-producing ETEC in otherwise healthy individuals are substantial in endemic regions,
reflecting chronic colonization in the absence of disease [1,3,28–30].
Colorectal cancer is the third most common cancer and the fourth most common cause
of cancer death worldwide, accounting for >9% of cancer incidence and a million new cases
annually [17,19,20]. Colorectal cancer is mainly a disease of industrialized countries [31] and developed
countries account for >63% of all cases [20,32]. Indeed, incidence varies up to 10-fold between
developed and under-developed countries, with >40 per 100,000 people in Westernized countries
compared to <5 per 100,000 in under-developed geographic regions [17,20,33]. While there is a striking
inverse epidemiological relationship between diarrheal diseases related to ST-producing ETEC and
colorectal cancer, mechanisms contributing to this inverted linkage remain undefined [9,14].
ST-producing ETEC induce diarrhea by binding to GUCY2C, the intestinal isoform of
membrane-bound guanylyl cyclase [4,24,34]. STs are an example of convergent evolution in
which bacteria evolved a peptide that is a molecular mimic of the paracrine hormone guanylin,
the endogenous ligand in the colorectum for GUCY2C [4]. Binding of endogenous (guanylin) or
exogenous (STs) ligands to GUCY2C increases intracellular cyclic GMP (cGMP) [4,24,34–37]. In turn,
GUCY2C-cGMP induces phosphorylation of the CFTR resulting in epithelial secretion, one mechanism
by which bacteria induce diarrhea [4,38–40].
Beyond secretion, GUCY2C regulates intestinal epithelial homeostasis, including key component
processes canonically disrupted in cancer [4,10–12,14,15]. Thus, guanylin loss expands the proliferating
crypt compartment in colon, and silencing GUCY2C produces crypt hyperplasia by accelerating
the enterocyte cell cycle [10–14,26,41]. Also, intestinal epithelia exhibit a metabolic gradient along
the crypt-surface axis, where proliferating crypt cells generate ATP through glycolysis, while
differentiated surface cells depend on oxidative phosphorylation [12]. Silencing GUCY2C imposes
a glycolytic metabolic phenotype along the crypt-surface axis, with reduced mitochondrial content
and function, increased glycolytic enzyme content, decreased oxygen consumption, and accumulation
of lactate, recapitulating the Warburg metabolic phenotype in tumors [12]. Further, silencing GUCY2C
increases DNA oxidation, double strand DNA breaks, mutations in tumor suppressor genes, and
chromosomal instability [10,12].
In the context of this key role in epithelial homeostasis, guanylin is universally lost early
in tumorigenesis, silencing GUCY2C, and this early hormone loss is a disease mechanism
conserved in mice and humans [7–9,42,43]. Silencing GUCY2C signaling increases transcriptional
programs driving tumorigenesis [10–12]. Indeed, eliminating GUCY2C expression amplified [10],
while oral GUCY2C ligand reduced [9], tumors in mouse models mimicking human colorectal
carcinogenesis. Further, transgenic guanylin expression that cannot be suppressed eliminated tumors
in carcinogen-induced mouse models of colorectal cancer [11]. Taken together, these observations
suggest a pathophysiological hypothesis that guanylin loss silencing GUCY2C signaling is an essential
step in colorectal tumorigenesis [15]. Moreover, it suggests the correlative therapeutic hypothesis
that oral GUCY2C ligand replacement may be a tractable approach to prevent colorectal cancer in
patients [16].
This role for guanylin loss silencing GUCY2C in intestinal tumorigenesis suggests that the inverse
epidemiological relationship between diarrheal disease and colorectal cancer could, in part, reflect
chronic colonization in endemic areas with ST-producing ETEC [9,14]. In this model, chronic
colonization with ETEC supplies exogenous ST that, in turn, reconstitutes GUCY2C signaling silenced
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by loss of the endogenous paracrine hormone guanylin, a universal step in tumorigenesis. Here, we
demonstrate that mice continuously colonized with E. coli producing ST in the colorectum exhibit
normal growth, without evidence of diarrheal disease, representing a model that recapitulates
otherwise healthy patients in endemic areas chronically colonized with ETEC. Indeed, while these mice
remain asymptomatic, ST is secreted into their intestinal lumens, binding to GUCY2C and stimulating
cGMP production and signaling. Importantly, chronic colonization by ST-producing E. coli reduces
the ability of the carcinogen AOM to initiate tumors (number), and drive their progression (size),
diminishing tumor burden by >50%, compared to mice colonized by control E. coli.
Taken together, these observations demonstrate that chronic colonization with ST-producing E. coli
reduces intestinal tumorigenesis induced by the carcinogen AOM. They support the hypothesis that
the inverse epidemiological relationship between colorectal cancer and infectious diarrheal disease,
at least in part, reflects a contribution of chronic colonization by ETEC that produce ST. In that
context, our working hypothesis, yet to be directly tested, suggests that bacterially produced ST
replaces guanylin lost during tumorigenesis, restoring GUYC2C signaling, which opposes tumor
transformation [9,14,15]. Further, they support the pathophysiological hypothesis that colorectal cancer
initiates as a disease of paracrine hormone insufficiency [15]. Moreover, they support the therapeutic
hypothesis that colorectal cancer might be prevented by oral GUCY2C ligand replacement [9,11,15].
The immediate tractability of this therapeutic approach is underscored by the recent approval of
linaclotide (Linzess™) and plecanatide (Trulance™), oral GUCY2C ligands approved for the treatment
of chronic constipation syndromes [16,44].
Acknowledgments: S.A.W. is the Chair (uncompensated) of the Scientific Advisory Board, and a member of
the Board of Directors (uncompensated), of Targeted Diagnostics & Therapeutics, Inc., which provided research
funding that, in part, supported this work and has a license to commercialize inventions related to this work.
Supported by grants to S.A. Waldman from NIH (R01 CA204881, R01 CA206026) and Targeted Diagnostics &
Therapeutics, Inc., and to the Kimmel Cancer Center of Thomas Jefferson University (P30 CA56036). P.L. and J.E.L.
were supported by N.I.H. institutional award T32 GM08562 for Postdoctoral Training in Clinical Pharmacology.
J.E.L. is the recipient of the Young Investigator Award from the American Society for Clinical Pharmacology and
Therapeutics. S.A. Waldman is the Samuel MV Hamilton Professor of Medicine at Thomas Jefferson University.
Author Contributions: P.L., J.E.L., A.E.S., and S.A.W. conceived and designed the experiments; P.L. and J.E.L.
performed the experiments; P.L., J.E.L., A.E.S., and S.A.W. analyzed the data; P.L., J.E.L., A.E.S., and S.A.W. wrote
the paper; S.A.W. obtained the support for these studies.
Conflicts of Interest: The authors declare no conflict of interest.
Abbreviations
AOM azoxymethane
ETEC enterotoxigenic E. coli
STs heat-stable enterotoxins
LT heat-liable enterotoxin
GUCY2C guanylyl cyclase C
cGMP cyclic GMP
PKG cGMP-dependent protein kinase
CFTR cystic fibrosis transmembrane conductance regulator
EIA enzyme immunoassay
IACUC institutional animal care and use committee
LB broth Luria-Bertani broth
References
1. Bolin, I.; Wiklund, G.; Qadri, F.; Torres, O.; Bourgeois, A.L.; Savarino, S.; Svennerholm, A.M.
Enterotoxigenic escherichia coli with sth and stp genotypes is associated with diarrhea both in children in
areas of endemicity and in travelers. J. Clin. Microbiol. 2006, 44, 3872–3877. [CrossRef] [PubMed]
2. Donowitz, M.; Alpers, D.H.; Binder, H.J.; Brewer, T.; Carrington, J.; Grey, M.J. Translational approaches for
pharmacotherapy development for acute diarrhea. Gastroenterology 2012, 142, e1–e9. [CrossRef] [PubMed]
Toxins 2017, 9, 279 9 of 11
3. World Health Organization. Diarrhoeal Disease Fact Sheet, 2009. World Health Organization Media Centre.
Available online: http://www.who.int/mediacentre/factsheets/fs330/en/ (accessed on 7 September 2017).
4. Kuhn, M. Molecular physiology of membrane guanylyl cyclase receptors. Physiol. Rev. 2016, 96, 751–804.
[CrossRef] [PubMed]
5. Mayer, E.A. Clinical practice. Irritable bowel syndrome. N. Engl. J. Med. 2008, 358, 1692–1699. [CrossRef]
[PubMed]
6. Zhang, L.; Zhou, W.; Velculescu, V.E.; Kern, S.E.; Hruban, R.H.; Hamilton, S.R.; Vogelstein, B.; Kinzler, K.W.
Gene expression profiles in normal and cancer cells. Science 1997, 276, 1268–1272. [CrossRef] [PubMed]
7. Steinbrecher, K.A.; Tuohy, T.M.; Heppner Goss, K.; Scott, M.C.; Witte, D.P.; Groden, J.; Cohen, M.B. Expression
of guanylin is downregulated in mouse and human intestinal adenomas. Biochem. Biophys. Res. Commun.
2000, 273, 225–230. [CrossRef] [PubMed]
8. Notterman, D.A.; Alon, U.; Sierk, A.J.; Levine, A.J. Transcriptional gene expression profiles of colorectal
adenoma, adenocarcinoma, and normal tissue examined by oligonucleotide arrays. Cancer Res. 2001, 61,
3124–3130. [PubMed]
9. Shailubhai, K.; Yu, H.H.; Karunanandaa, K.; Wang, J.Y.; Eber, S.L.; Wang, Y.; Joo, N.S.; Kim, H.D.;
Miedema, B.W.; Abbas, S.Z.; et al. Uroguanylin treatment suppresses polyp formation in the apc(min/+)
mouse and induces apoptosis in human colon adenocarcinoma cells via cyclic gmp. Cancer Res. 2000, 60,
5151–5157. [PubMed]
10. Li, P.; Schulz, S.; Bombonati, A.; Palazzo, J.P.; Hyslop, T.M.; Xu, Y.; Barab, A.A.; Siracusa, L.D.; Pitari, G.M.;
Waldman, S.A. Guanylyl cyclase c suppresses intestinal tumorigenesis by restricting proliferation and
maintaining genomic integrity. Gastroenterology 2007, 133, 599–607. [CrossRef] [PubMed]
11. Lin, J.E.; Colon-Gonzalez, F.; Blomain, E.; Kim, G.W.; Aing, A.; Stoecker, B.; Rock, J.; Snook, A.E.; Zhan, T.;
Hyslop, T.M.; et al. Obesity-induced colorectal cancer is driven by caloric silencing of the guanylin-gucy2c
paracrine signaling axis. Cancer Res. 2016, 76, 339–346. [CrossRef] [PubMed]
12. Lin, J.E.; Li, P.; Snook, A.E.; Schulz, S.; Dasgupta, A.; Hyslop, T.M.; Gibbons, A.V.; Marszlowicz, G.;
Pitari, G.M.; Waldman, S.A. The hormone receptor gucy2c suppresses intestinal tumor formation by
inhibiting akt signaling. Gastroenterology 2010, 138, 241–254. [CrossRef] [PubMed]
13. Pitari, G.M.; Di Guglielmo, M.D.; Park, J.; Schulz, S.; Waldman, S.A. Guanylyl cyclase c agonists regulate
progression through the cell cycle of human colon carcinoma cells. Proc. Natl. Acad. Sci. USA 2001, 98,
7846–7851. [CrossRef] [PubMed]
14. Pitari, G.M.; Zingman, L.V.; Hodgson, D.M.; Alekseev, A.E.; Kazerounian, S.; Bienengraeber, M.;
Hajnoczky, G.; Terzic, A.; Waldman, S.A. Bacterial enterotoxins are associated with resistance to colon
cancer. Proc. Natl. Acad. Sci. USA 2003, 100, 2695–2699. [CrossRef] [PubMed]
15. Blomain, E.; Pattison, A.; Waldman, S.A. Gucy2c ligand replacement to prevent colorectal cancer.
Cancer Biol. Ther. 2016, 17, 713–718. [CrossRef] [PubMed]
16. Weinberg, D.S.; Lin, J.E.; Foster, N.R.; Della’Zanna, G.; Umar, A.; Seisler, D.; Kraft, W.K.; Kastenberg, D.M.;
Katz, L.C.; Limburg, P.J.; et al. Bioactivity of oral linaclotide in human colorectum for cancer chemoprevention.
Cancer Prev. Res. 2017, 10, 345–354. [CrossRef] [PubMed]
17. Parkin, D.M.; Whelan, S.L.; Ferlay, J.; Teppo, L.; Thomas, D.B. Cancer Incidence in Five Continents;
IARC Scientific Publication: Lyon, France, 2002, Volume IX[M].
18. Bray, F.; Ferlay, J.; Laversanne, M.; Brewster, D.H.; Gombe Mbalawa, C.; Kohler, B.; Pineros, M.;
Steliarova-Foucher, E.; Swaminathan, R.; Antoni, S.; et al. Cancer incidence in five continents: Inclusion
criteria, highlights from volume x and the global status of cancer registration. Int. J. Cancer 2015, 137,
2060–2071. [CrossRef] [PubMed]
19. Ferlay, J.; Soerjomataram, I.; Dikshit, R.; Eser, S.; Mathers, C.; Rebelo, M.; Parkin, D.M.; Forman, D.;
Bray, F. Cancer incidence and mortality worldwide: Sources, methods and major patterns in globocan 2012.
Int. J. Cancer 2015, 136, E359–E386. [CrossRef] [PubMed]
20. Haggar, F.A.; Boushey, R.P. Colorectal cancer epidemiology: Incidence, mortality, survival, and risk factors.
Clin. Colon Rectal Surg. 2009, 22, 191–197. [CrossRef] [PubMed]
21. Torre, L.A.; Bray, F.; Siegel, R.L.; Ferlay, J.; Lortet-Tieulent, J.; Jemal, A. Global cancer statistics, 2012.
CA Cancer J. Clin. 2015, 65, 87–108. [CrossRef] [PubMed]
Toxins 2017, 9, 279 10 of 11
22. Fekete, P.Z.; Brzuszkiewicz, E.; Blum-Oehler, G.; Olasz, F.; Szabo, M.; Gottschalk, G.; Hacker, J.; Nagy, B.
DNA sequence analysis of the composite plasmid ptc conferring virulence and antimicrobial resistance for
porcine enterotoxigenic escherichia coli. Int. J. Med. Microbiol. 2012, 302, 4–9. [CrossRef] [PubMed]
23. Wu, S.; Rhee, K.J.; Albesiano, E.; Rabizadeh, S.; Wu, X.; Yen, H.R.; Huso, D.L.; Brancati, F.L.; Wick, E.;
McAllister, F.; et al. A human colonic commensal promotes colon tumorigenesis via activation of t helper
type 17 t cell responses. Nat. Med. 2009, 15, 1016–1022. [CrossRef] [PubMed]
24. Schulz, S.; Lopez, M.J.; Kuhn, M.; Garbers, D.L. Disruption of the guanylyl cyclase-c gene leads to
a paradoxical phenotype of viable but heat-stable enterotoxin-resistant mice. J. Clin. Investig. 1997, 100,
1590–1595. [CrossRef] [PubMed]
25. Waldman, S.A.; Barber, M.; Pearlman, J.; Park, J.; George, R.; Parkinson, S.J. Heterogeneity of guanylyl
cyclase c expressed by human colorectal cancer cell lines in vitro. Cancer Epidemiol. Biomark. Prev. 1998, 7,
505–514.
26. Li, P.; Lin, J.E.; Chervoneva, I.; Schulz, S.; Waldman, S.A.; Pitari, G.M. Homeostatic control of the crypt-villus
axis by the bacterial enterotoxin receptor guanylyl cyclase c restricts the proliferating compartment in
intestine. Am. J. Pathol. 2007, 171, 1847–1858. [CrossRef] [PubMed]
27. Zuzga, D.S.; Pelta-Heller, J.; Li, P.; Bombonati, A.; Waldman, S.A.; Pitari, G.M. Phosphorylation of
vasodilator-stimulated phosphoprotein ser239 suppresses filopodia and invadopodia in colon cancer.
Int. J. Cancer 2012, 130, 2539–2548. [CrossRef] [PubMed]
28. World Health Organization. Future directions for research on enterotoxigenic escherichia coli vaccines for
developing countries. Wkly. Epidemiol. Rec. 2006, 81, 97–104.
29. Huilan, S.; Zhen, L.G.; Mathan, M.M.; Mathew, M.M.; Olarte, J.; Espejo, R.; Khin Maung, U.; Ghafoor, M.A.;
Khan, M.A.; Sami, Z.; et al. Etiology of acute diarrhoea among children in developing countries:
A multicentre study in five countries. Bull. World Health Organ. 1991, 69, 549–555. [PubMed]
30. Kotloff, K.L. The burden and etiology of diarrheal illness in developing countries. Pediatr. Clin. N. Am. 2017,
64, 799–814. [CrossRef] [PubMed]
31. Boyle, P.; Ferlay, J. Mortality and survival in breast and colorectal cancer. Nat. Clin. Pract. Oncol. 2005, 2,
424–425. [CrossRef] [PubMed]
32. Janout, V.; Kollarova, H. Epidemiology of colorectal cancer. Biomed. Pap. Med. Fac. Univ. Palacky
Olomouc Czechoslov. 2001, 145, 5–10. [CrossRef]
33. Wilmink, A.B. Overview of the epidemiology of colorectal cancer. Dis. Colon Rectum 1997, 40, 483–493.
[CrossRef] [PubMed]
34. Schulz, S.; Green, C.K.; Yuen, P.S.; Garbers, D.L. Guanylyl cyclase is a heat-stable enterotoxin receptor. Cell
1990, 63, 941–948. [CrossRef]
35. Currie, M.G.; Fok, K.F.; Kato, J.; Moore, R.J.; Hamra, F.K.; Duffin, K.L.; Smith, C.E. Guanylin: An endogenous
activator of intestinal guanylate cyclase. Proc. Natl. Acad. Sci. USA 1992, 89, 947–951. [CrossRef] [PubMed]
36. Hamra, F.K.; Forte, L.R.; Eber, S.L.; Pidhorodeckyj, N.V.; Krause, W.J.; Freeman, R.H.; Chin, D.T.;
Tompkins, J.A.; Fok, K.F.; Smith, C.E.; et al. Uroguanylin: Structure and activity of a second endogenous
peptide that stimulates intestinal guanylate cyclase. Proc. Natl. Acad. Sci. USA 1993, 90, 10464–10468.
[CrossRef] [PubMed]
37. Kita, T.; Smith, C.E.; Fok, K.F.; Duffin, K.L.; Moore, W.M.; Karabatsos, P.J.; Kachur, J.F.; Hamra, F.K.;
Pidhorodeckyj, N.V.; Forte, L.R.; et al. Characterization of human uroguanylin: A member of the guanylin
peptide family. Am. J. Physiol. 1994, 266, F342–F348. [PubMed]
38. Cuthbert, A.W.; Hickman, M.E.; MacVinish, L.J.; Evans, M.J.; Colledge, W.H.; Ratcliff, R.; Seale, P.W.;
Humphrey, P.P. Chloride secretion in response to guanylin in colonic epithelial from normal and transgenic
cystic fibrosis mice. Br. J. Pharmacol. 1994, 112, 31–36. [CrossRef] [PubMed]
39. Field, M.; Graf, L.H., Jr.; Laird, W.J.; Smith, P.L. Heat-stable enterotoxin of escherichia coli: In vitro effects on
guanylate cyclase activity, cyclic gmp concentration, and ion transport in small intestine. Proc. Natl. Acad.
Sci. USA 1978, 75, 2800–2804. [CrossRef] [PubMed]
40. Hughes, J.M.; Murad, F.; Chang, B.; Guerrant, R.L. Role of cyclic gmp in the action of heat-stable enterotoxin
of escherichia coli. Nature 1978, 271, 755–756. [CrossRef] [PubMed]
41. Date, Y.; Nakazato, M.; Yamaguchi, H.; Miyazato, M.; Matsukura, S. Tissue distribution and plasma
concentration of human guanylin. Int. Med. 1996, 35, 171–175. [CrossRef]
Toxins 2017, 9, 279 11 of 11
42. Birkenkamp-Demtroder, K.; Lotte Christensen, L.; Harder Olesen, S.; Frederiksen, C.M.; Laiho, P.;
Aaltonen, L.A.; Laurberg, S.; Sorensen, F.B.; Hagemann, R.; Orntoft, T.F. Gene expression in colorectal
cancer. Cancer Res. 2002, 62, 4352–4363. [PubMed]
43. Cohen, M.B.; Hawkins, J.A.; Witte, D.P. Guanylin mrna expression in human intestine and colorectal
adenocarcinoma. Lab. Investig. 1998, 78, 101–108. [PubMed]
44. Camilleri, M. Guanylate cyclase c agonists: Emerging gastrointestinal therapies and actions. Gastroenterology
2015, 148, 483–487. [CrossRef] [PubMed]
© 2017 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).
